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Summary (Cell No. : KBNO111 _07)

It was confirmed that the cell (Cell No. : KBNO111_07 Cell Name: cell-021) was the same as the cell registered in
JCRB (JCRB1408 HCT-116 clone#2-Luc), the cell registered in DSMZ (ACC581 HCT-116), and the cell registered
in ATCC (CCL-247 HCT 116), by the comparison with the database of JCRB Cell Bank.

Furthermore, it was confirmed that this cell was the same as that also of KBN0110_02 (Cell Name: cell-006).

It is known that there is mutation in HCT-116 at mismatch repair enzyme (MSI-H).

(http://cancer.sanger.ac.uk/cell_lines/sample/overview?1d=905936)
Therefore, the microsatellite instability was induced and it is thought that the result that EV was low.
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STR Proﬁle (Cell No. : KBNOI 1 07)

" D3S1358 | THOL _Di8S51 | Penta E D5S818
12,17,18,19 8,9 17,18 13,14 9,10,11
D16S539 | CSFIPO | Penta D _AM L VWA | DSSH79
11,12,13,14 7,10 9,13 X 17,18,21,22 12,14,15

Comparison with database (Cell No. : KBNO111 07)

Cell No. Cell Name Lot No. D55818 |D135317| D7S820 | D16S539 VWA THO1 AM TPOX |CSF1PO
KBNO111-07 |celi-021 03252013 1000 9,10,11 1012 1112 | 11121314 | 17,18,21,22 89 X 8 710
JCRB1408 HCT-116 clone#2-Luc | 05172011 | 0.800 10,11 1012 11,12 11,13,14 17,18,22,23 89 X 8 710
KBNO110-02 |cell-006 03212013 | 0.865 10,11 1012 11 11,1213 17,22 8.9 X 8 710
ACC581 HCT-116 s 10883 10,11 1012 11,12 11,13 17 89 X 8 710
CCL-247 HCT 116 atcc web | 0.821 10,11 1012 11,12 1113 17,22 89 XY 89 710
JCRB0816 SBC—1 041786 0629 911 12 1112 9 1417 89 X 8 1012
JORB0B17 SBC-2 070986 0629 911 12 1112 9 1417 89 X 8 1012
JCRB0032 CCRF-SB 090889 0611 1112 1012 1112 13 18 910 XY 8 1012
JORB0256 ROM-1 110698 0611 1112 1012 1112 1112 20 9 X 811 1012
JORB1014 KMRM-Mt 07102002 0595 1011 1218 1112 12 1718 69 XY 811 12
IFO50418 ASF-4-1 847 0579 910 1142 1011 1011 1718 88 XY 11 1013
KBNO111-07 |cell-021 03252013 | 1.000 | 9,10,11 10,12 1112 111121314 | 17,18,21,22 89 X 8 710




